ABSTRACT Clostridium tyrobutyricum is the main bacterial species leading to the late blowing defect, a major cause of spoilage in semihard and hard cheeses. This study reports the complete genome sequencing, assembly, and annotation of C. tyrobutyricum strain Cirm BIA 2237, formerly called CNRZ 608, isolated from silage.
GC content of 30.75% and does not contain plasmids. It comprises 3,182 coding sequences.
The genome analysis showed that this strain is composed of genes encoding the required enzymes involved in butyric fermentation from lactate and acetate. The genome annotation will ease studies of the mechanisms causing the defect of late blowing during cheese ripening.
Data availability. The complete genome sequence of C. tyrobutyricum strain Cirm BIA 2237 has been deposited in DDBJ/EMBL/GenBank (25) under the accession number CP038158, and the raw reads have been deposited in the NCBI Sequence Read Archive under the accession number PRJNA524264.
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